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El nUcleo en el contexto celular
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sDonde hay ADN?
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5Cudnto ADN hay en las célulase

CARACTERISTICAS TAMANO DEL N° DE GENES
ESPECIE ESPECIALES HABITAT GENOMA (x1000nt) (ESTIMADO)
BACTERIA
Mycoplasma genitalium has one of the smallest of all human genital tract 580 468
known cell genomes
Synechocystis sp. photosynthetic, oxygen-generating lakes and streams 3573 3168
(cyanobacterium)
Escherichia coli laboratory favorite human gut 4639 4289
Helicobacter pylori causes stomach ulcers and human stomach 1667 1590
ARCHAEA
Methanococcus jannaschii  lithotrophic, anaerobic, hydrothermal vents 1664 1750
methane-producing
Archaeoglobus fulgidus lithotrophic or organotrophic, hydrothermal vents 2178 2493
anaerobic, sulfate-reducing
Nanoarchaeum equitans smallest known archaean; hydrothermal and 491 552
anaerobic; parasitic on another, volcanic hot vents
larger archaean
EUCARYOTES
Saccharomyces cerevisiae  minimal model eucaryote grape skins, beer 12,069 ~6300
(budding yeast)
Arabidopsis thaliana model organism for flowering soil and air ~142,000 ~26,000
(Thale cress) plants
Caenorhabditis elegans simple animal with perfectly soil ~97,000 ~20,000
(nematode worm) predictable development
Drosophila melanogaster key to the genetics of animal rotting fruit ~137,000 ~14,000
(fruit fly) development
Homo sapiens (human) most intensively studied mammal houses ~3,200,000 ~24,000

Genome size and gene number vary between strains of a single species, especially for bacteria and archaea. The table shows
data for particular strains that have been sequenced. For eucaryotes, many genes can give rise to several alternative variant
proteins, so that the total number of proteins specified by the genome is substantially greater than the number of genes.




El genoma humano
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Un problema de tamanos...
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Estructura bdsica del nUcleo
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Tomemos un descanso mirando unas peliculas
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Organizacion del nucleo
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Transcripcion del ARNr




Procesamiento del ARNr
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El nucleolo como fabrica de ribosomas
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Fabricas de transcripcion: los cruces y rotondas en los caminos de
magduinaria activa nuclear
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Figure 4-65 Molecular Biology of the Cell (© Garland Science 2008)
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Compartimentos efectivos sin membranas plasmaticas
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La funcion, determina la estructura?

Cual es el rol de las fabricas funcionales (transcripcion, duplicacion
en la organizacion de la cromatina?
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